,CRF l^rs Corrected by the STIC Syst ms Branch 5?/ A 

rsn ho n '^y^4 Processing Date: Ol(IM>(>l^ 

Sorter Number: JZ^AiOi2aj =-v_-= <p-^ ^ Edited by: (\ 

□ Changed a file fiom non-ASCII to ASCII EfsjT E R E D ^""^ ^ V^^ ^^^'^ ^^""^ 

[ I Changed the margins in cases where the sequence text was "wrapped" down 'to the next line. 
I — I Edited a format error in the Current Application Data section, specifically: 

r[] Edited the Cun-ent Application Data section wrth the actual cun-ent number. The number inputted by the 
applicant was Q the prior application data; or □ other . 

I I Added the mandatory heading and subheadings for "Cunrent Application Data", 

I I Edited the "Number of Sequences" field. The applicant spelled out a number instead of using an integer. 
I — I Changed the spelling of a mandatory field (the headings or subheadings), specifically: 

I I Con-ected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 



p~| Inserted or con-ected a nucleic number at the end of a nucleic line. SEQ ID NO's edited: 

I — I Con-ected subheading placement. All responses must be on the same line as each subheading. If the 
— applicant placed a response below the subheading, this was moved to its appropriate place. 

I — [ Inserted colons after headings/subheadings. Headings edited included: 

j — I Deleted extra, invalid, headings used by an applicant, specifically: 

J. . 

Deleted: Q^on-ASCII "garbage" at the beginning/end of files; !□ secretary initials/filename at end of file; 
□ page numbers throughout text; □ other invalid text, such as_ \ — ■ 



I [ Inserted mandatory headings, specifically: 

I I Corrected an obvious error in the response, specifically: 



I I Edited identifiers where upper case is used but lower case is required, or vice versa. 

I I Corrected an en-or in the Number of Sequences field, specifically: 



I I A "Hard Page Break" code was inserted by the applicant. All occun-ences had to be deleted. 

I [ Deleted en6lt)g stop codon in amino acid sequences and adjusted the "(A)Length:" field accordingly (error 
due to a Patentin bug). Sequences corrected: _ 

I I Other: 



*Examiner: The^bove corr ctions must b c mmunicated to the applicant in th 
Action. DO NOT send a copy of this form. 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/813 , 319A 



DATE: 08/01/2002 
TIME: 21:03:40 



Input Set : N:\Crf3\07302002\I813319A.raw 
Output Set: N:\CRF3\08012002\I813319A.raw 

1 <110> APPLICANT: WEI, Ming-Hui et al 

2 <120> TITLE OF INVENTION: ISOLATED HUMAN PHOSPHATASE PROTEINS, 

3 NUCLEIC ACID MOLECULES ENCODING HUMAN PHOSPHATASE PROTEINS, 

4 AND USES THEREOF 

5 <130> FILE REFERENCE: CL001066-CIP 

C--> 6 <140> CURRENT APPLICATION NUMBER: US/09/813 , 319A 

7 <141> CURRENT PILING DATE: 2001-03-21 

8 <150> PRIOR APPLICATION NUMBER: 09/752,820 

9 <151> PRIOR FILING DATE: 2001-01-03 

10 <160> NUMBER OP SEQ ID NOS : 7 

11 <170> SOFTWARE: PastSEQ for Windows Version 4.0 

13 <210> SEQ ID NO: 1 

14 <211> LENGTH: 1435 

15 <212> TYPE: DNA 

16 <213> ORGANISM: Human 

17 <400> SEQUENCE: 1 

18 tcgcgccttt caccggcacc ttgcgtcggt cgcgccgcgg ggcctgctcc tgccgcgcgc 60 

19 acccccgggg cttcggctcc ggcacgggtc gcgcccagct ttcctgcacc tgaggccgcc 12 0 

20 ggccagccgc cgccatgggt gcctacctct cccagcccaa cacggtgaag tgctccgggg 180 

21 acggggtcgg cgccccgcgc ctgccgctgc cctacggctt ctccgccatg caaggctggc 24 0 

22 gcgtctccat ggaggatgct cacaactgta ttcctgagct ggacagtgag acagccatgt 300 

23 tttctgtcta cgatggacat ggaggggagg aagttgcctt gtactgtgcc aaatatcttc 36 0 

24 ctgatatcat caaagatcag aaggcctaca aggaaggcaa gctacagaag gctttagaag 42 0 

25 atgccttctt ggctattgac gccaaattga ccactgaaga agtcattaaa gagctggcac 480 

26 agattgcagg gcgacccact gaggatgaag atgaaaaaga aaaagtagct gatgaagatg 54 0 

27 atggggacca cttctataag agaaacaaga acctgccacc tgaggaacag atgatttcag 600 

28 Gccttcctga catcaaggtg ctgactctca ctgacgacca tgaattcatg gtcattgcct 660 

29 gtgatggcat ctggaatgtg atgagcagcc aggaagttgt agatttcatt caatcaaaga 720 

30 tcagccagcg tgatgaaaat ggggagcttc ggttattgtc atccattgtg gaagagctgc 780 

31 tggatcagtg cctggcacca gacacttctg gggatggtac agggtgtgac aacatgacct 84 0 

32 gcatcatcat ttgcttcaag ccccgaaaca cagcagagct ccagccagag agtggcaagc 900 

33 gaaaactaga ggaggtgctc tctactgagg gggctgaaga aaatggcaac agcgacaaga 96 0 

34 agaagaaggc caagcgagac tagcagtcat ccagacccct gcccacctag actgttttct 1020 

35 gagccctccg gacctgagac tgagttttgt ctttttcctt tagccttagc agtgggtatg 1080 

36 aggtgtgcag ggggagctgg gtggcttcac tccgcccatt ccaaagaggg ctctccctcc 1140 

37 acactgcagc cgggagcctc tgctgtcctt cccagccgcc tctgctcctc gggctcatca 1200 

38 ccggttctgt gcctgtgctc tgttgtgttg gagggaagga ctggcggttc tggtttttac 12 60 

39 tctgtgaact ttatttaagg acattctttt ttattggcgg ctccatggcc ctcggccgct 1320 

40 tgcacccgct ctctgttgta cactttcaat caacactttt tcagactaaa ggccaaaacc 1380 

41 taatcgttaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 14 35 

43 <210> SEQ ID NO: 2 

44 <211> LENGTH: 282 

45 <212> TYPE: PRT 



OIPE 
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46 <213> ORGANISM: Human 

47 <400> SEQUENCE: 2 
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85 <210> SEQ ID NO: 3 

86 <211> LENGTH: 29695 

87 <212> TYPE: DNA 

88 <213> ORGANISM: Human 

89 <220> FEATURE: 

90 <221> NAME/KEY: misc_feature 

91 <2 2 2> LOCATION: ( 1 )...( 29695 ) 

92 <223> OTHER INFORMATION: n = A,T,C or G 

93 <400> SEQUENCE: 3 

94 aaagaatctt tttttttttt ttgagacgga gttgctctgt cacccagggt ggagtgcagt 60 

95 ggcgccatct tggttcactg caacctccgc ctctggggtt caagctattc gcctgcctta 12 0 
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96 gcctcccaag tagctgggat tacaggagcg caccactacg cctggctaat ttttgtattt 180 

97 ttagtagaga cgggtttcac atgttggcca ggctggtctc gaacttctgg cctcaagtga 24 0 

98 tccaccaccc ccccttggcc tcccaaagtg ctgggattac aagtgtgagc cactgtgccc 300 

99 ggctgaaaag aatcaatttt gtcatagttt ggagaatttc tccttttctc tccatccctt 360 

100 gaatgcaatt tattaccaaa tctgtcttat ttgttattgt ctaatttgtc ctttcatctg 420 

101 gattcccatt gccaccctgc gtggtaccac cttactccca gctcttctca tctcctgctt 480 

102 agagtaagag ctctctaact agtagcagtg ccccaggcca ggcgcggtgg ctcacgcctg 540 

103 taatcccagc actttgggag gctgaggcgg gtagatcacg aggtcaggag ttcgagacca 600 

104 gcctggccaa catggtgaaa ccccgtctct actaaaaata caaaaattag ccaggcgtgg 660 

105 aatcctagct actcgggagg ctgaggcagg agaatcgctt gaacctggga ggcggaggtt 720 

106 gcagtgagcc aagatagcgc cactgcactg cagcctgggc aacaagagcg aaactctgtc 780 

107 ttaaaaaaaa aacaatagta ggcggggtgc ggtggctcac gcctgtaatc ccaacacttt 840 

108 gggaggccga ggcgggcgga tcacgaggtc aggagatgga gaccatcctg gctaacacgg 900 

109 tgaaacctcg tctctactaa aaatacaaaa aattagccag gcgtggtggc gggcgcctgt 960 

110 agtcccagct actcgggagg ctgaggcagg agaatggcgt gaacccggga ggcggagctt 1020 

111 gtagcctggg cgacagagcg agactctgtc tcaaaaacaa acaaaaaaca acaacacaac 1080 

112 agtgccccag actctctccc tccaatgtac actgcataca aagactagac aaacgatgcc 1140 

113 aaaggttaca ccaggacgac aatgaagtcc aagtcactca tcttggcgct tctttttatc 1200 

114 aagctagcta gttaatatta ccacttacaa tcattctccg agtccagcca gcttcctcag 1260 

115 aaatcctccc caaatgcagt tcacattctt ccctcactcc tccaaacctt ataacattat 1320 

116 tcccttttcc tgtggcataa tgcaatccag aggcatcctc tctgagagcc tacatccttt 1380 

117 caatcctcca agaaacagct cctcctccca tccttgagct tttcccaccc agaataggct 1440 

118 gtaccaaaca tttctacatt gtattaactc gaattatatc acagatcgag gtcttcgctt 1500 

119 tcagaaaaga ctcacattct tctcatatag gcctcgcatg gcctggccaa gtacttccta 1560 

120 agctcggaac aaatactggt caactttaat tgaaccaaat cgggcggggt ttgcggagtc 1620 

121 tgagagtgca acgttgggga gagggggatg aaaacactgg aggacgggct gaaagcgtcg 1680 

122 agtccgacac aaaagaggcg tcagacaaaa cgccaagagg ctggggactg ggaacgaagg 1740 

123 aagaggttct gccagaggcg acctgccacc tgcgcgagga agcggagtag gacggcggcc 1800 

124 gttggtgggc gtggtcgcgc tagtctcgcg ggagcggccg ttgggcgggc cgttgtcccc 1860 

125 tgcgggcggg gcgagttgct aaggaaatga ctgcccgcag cgcctggccc cgccgcgcag 1920 

126 gccgggcggg gtctggagcg gcgccgtttc cgcttccgct ccctcacagc tcccgtcccg 1980 

127 ttaccgcctc ctggccggcc tcgcgccttt caccggcacc ttgcgtcggt cgcgccgcgg 2 040 

128 ggcctgctcc tgccgcgcgc acccccgggg cttcggctcc ggcacgggtc gcgcccagct 2100 

129 ttcctgcacc tgagccgccg gccagccgcc gccatgggtg cctacctctc ccagcccaac 2160 

130 acggtgaagt gctccgggga cggggtcggc gccccgcgcc tgccgctgcc ctacggcttc 2220 

131 tccgccatgc aaggctggcg cgtctccatg gaggtgagga ggcaggggcc cataggctgg 2280 

132 ccgctgcggg gcgggaatct gacggagaaa gagagcgggg gatggggtcc tcccctggga 2 340 

133 agggtcccaa ttgggagcct gcggccgcag cggccgtttg cggggcgaca gagaccgcgg 2400 

134 ggtcagggcc gagagggagc tcccgatgct tggggaccgt gtgccggtgg ccagtggcgg 2460 

135 cgagggctcg gccatgtggg aagaggcacc ttccgcccac tgaccgccct ctccccgagc 2 520 

136 tttggcgcca tcctctcgtg ccaacctagc cctccaggct catcaacggt gtgaggttta 2 580 

137 gtgtgggagt aaagacgcaa ataggggcta tttattcatt tgtttttcaa gggagaggtg 2640 

138 aatagatgtg aataactttt taaattttaa tatttaaaat atctgatgtg ggaagcctct 2700 

139 tttggctagg agtttgacag tgaaaggaac cccgggcaga gtctgtttca cattttggtt 2760 

140 gcctggcctt gggctcttgc atgttaattt cagaggctgg acccgacctc caggagttgt 2820 

141 cactcatttg cactcttttc agggcctttt actaacttcg gaaaacttga attatgtcag 2880 

142 tccctaggtt ttccttttta ttatgcttcg ttttctttct ctcttaggat ttctctaaaa 2940 

143 cttaatcagt aattctcatt tgcctgtaat tgtagtttat agtttctttg attgtaagtc 3000 

144 atttcatcaa tttttttcat cacaacctac ctacaaaggg cttttctaga aaattttact 3060 
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ctggacaaaa ggggaaaaga aaaatattgg ggggaaagta gtagtattag gtaaaacttg 3120 
atgtgaaact acaaaagaga agagggaaaa ctgcggtagg gaggaaaggg aggaagacgg 3180 
gttaaccgtg gctttgtgaa gagcattctg aagtctaggc aaaagggcca gggaaatact 3240 
ctgtctggta ttgagggttt ctccacctac cgggtgggct tcaggtaaca gcgaaatact 3300 
gtctcccttg ggaattgttt cagatccctc gctcctcctg tggttagctc tggaatgcca 3360 
gtatgaactt caatgttttg ttttccgatt caaattttat attcataact gaccttaata 3420 
acaattttac aattaggtat aaaatttcag gatcctagtg tatcctatag ttcatctcat 34 80 
ctgctttggc tccctttttt tttttttgag acagaatttc gctcttgttg cccaggctgg 3540 
aatgcaatgg cgcgatctcg gctcaccgca acctccgcct cccaggttgg agcaattctc 3600- 
ctgcctcagc ctccatagta gttgggatca caggcatgtg ccaccacgcg tggcttattt 3660 
tgtattttta gtagagacag ggtttcttca tgtgggtcag gctggtgttg aactcctgac 3720 
ttaggtgatc tgcctgcctc ggtctcccaa agtgctacca ccacnnnnnn nnnnnnnnnn 3780 
nnnnnnniiiin nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 3840 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 3900 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 3960 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4020 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4080 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4140 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4200 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4260 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4320 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4380 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4440 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4500 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4560 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4620 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4680 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 474 0 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4800 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4860 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4920 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4980 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5040 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5100 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5160 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5220 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5280 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5340 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5400 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5460 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5520 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5580 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5640 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5700 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5760 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5820 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5880 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 594 0 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6000 
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RAW SEQUENCE LISTING DATE: 08/01/2002 

PATENT APPLICATION: US/09/813 , 319A TIME: 21:03:40 

Input Set : N:\Crf3\07302002\l813319A.raw 
Output Set: N:\CRF3\08012002\I813319A.raw 



W--> 194 nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6060 

W--> 195 nnnnnnnnnn nnnnntggga ttacagacat gagccactgc gcccagcctt atttagaaat 6120 

196 ttctttagtg aaagatgata aattttcagt ttttcattat ctgaacatgt ttttatctag 6180 

197 cctttgttct gaaaagatgc ttggactcag tacccagttc tagattgaca gttaattttt 6240 

198 cttaatttgt aaatgttgtt tcattgattg acttccattg ttgttcggaa aaatttatca 6 300 

199 tcagccattt ctgacttttg atctgtgttt tctctttggt ttctcttttt ttttttcttt 6 360 

200 tttttttttt gagacggagt gtcgctctgt tgcccaggct ggagtgcagt ggcatgatct 6420 

201 tggctcactg caacctctgc ctcctgagtt caagcgattc tcctgcctca gcttcccgag 6480 

202 tagctgggat tacaggcgcc tgccaccatg cccggctaat tttttgtatt ttcaatagag 6 540 

203 acagggtttc actatgttgg ccgggttggt ctccaactcc tgacctctta atccgcccgc 6 600 

204 ctcggcctcc caaagtgctg gcattacagg cgtgagccac catgcctggc ccatcagttg 6 660 

205 atgtagtctt aaggggacaa gagtacattt aatatttggt tgtgaggttc tctggaagtg 6 720 

206 acaaaactgc tttctatgga gagttaggaa tttttttttt ttttgaaacg gagtctcgca 6 780 

207 ttgtcacccg ggctggagtg tagtggcttg atctcggctc actgaaactt ccgcctcttg 6 840 

208 ggttcaagtg attctcctgc ctcagccttc caaatagctg ggattacagg agtctgccac 6 900 

209 caggccagct aatttttttt tgtattttta gtggagacag gatttcacta tgttggccag 6960 

210 gctggtctca agactcctga cgttgtgatc cacctgcctc ggcctcccaa agtgctggga 7020 

211 ttacagatgt gagctaccgt gcccggccag gaattttttg tgctataaat catattttcc 7080 

212 ttttattaaa ggcagtgtca atatctatag tataattttg aggaggctgg ctatttattg 7140 

213 ctgtgtagaa gctggcttat tagtggtcaa ggggtcatct agaattgact ataaagatag 7200 

214 tattgagcag aaaattctta aaatacctgc atattagttt cagtcattaa attaatggaa 7260 

215 aaaatataaa aagaaatatc acaagtatgc tatggggttc taccttaggg cattgaaggt 7320 

216 tgaaaaacat ttattttctt atcttcagat tagcatctca tatcaatagc caatagctta 7 380 

217 aagcgctttt tacttactaa accaggtcag aatttctctc tctctctctt tttttttttt 7440 

218 agacagagtc tctgtcaccc agtctagagt gcagtggtgt gatctcggct cactggcctt 7 500 

219 tctgtttaag tgattctccg gcctcagcct cctgagtagc tgggattaca ggcatgtgcc 7 560 

220 acgacacttg gcttattttt tgtattttta gtagagatgg ggtttctctg tgttggtcag 7620 

221 gcaggtcttg aactcctgac ctcaggtgat ctgcccgcct ccgcctccca aagtgctggg 7680 

222 attacagacg tgagctactg cgcctggcca gaatttcttt gtctagaatg tggttagcaa 7740 

223 cttttataaa aacgcattat ttgcatttga ttagcatgca gtacccattc acagttcaaa 7800 

224 gctagtatag aattatatca catgtatgcc catgagcatg gagaaactat tttcttttta 7860 

225 tttttttaag ttggagtttt gctcttgttg cccaggctgg agtgcaatgg tgccatctcg 7 920 

226 gctcactgca gcttctgcct cctgggttct agcaatttgc ctaccccagc ctcccaagta 7980 

227 gctgggatta caggcactcg ccaccatgcc cagctaactt ttttgtattt ttagtagaga 8040 

228 aggggttttc ccatgctggc gagtctggtc ttgaacttct ggcctcaagt gatctgcccg 8100 

229 cctcagcctc ccaaagtgct ggaattacag gcatgagcca ctgtgcccgg cctttttatt 8160 

230 ttttaaatta tttatgtatt tattttgaga caggatctca ctcttgccca tgcttgagtg 8220 

231 gtaaggagta tgggatttct tgtgccggtt ccttcacatc ctcactacac ttatctgcct 8280 

232 ttacagtggc tcgatcatag ttcactgcat agccttctgg gctcaagggg tcttccagcc 8340 

233 tcagcctaat ataggcacat gccaccatga ctggctaatt tttttttttt aagttttttt 8400 

234 ttgtagagat agggccttgc agtgttgccc aggctgagga attttattta tgtttatttt 8460 
2 35 atttatttat ttatttattt atttatttat ttatttattt attgagatgg agtcttacac 8520 
2 36 tgtcacccag gctggagtgc agttgcgcgg tctcagctac tgcaagctcc gcctcccggg 8 580 
2 37 ttcatgccat tctcctgcct cagcctcccg cgtagctgga ctacaggcgc ccgccaccac 8640 
2 38 gcctggctaa ttttttgtgt gtgtttttag tagaggcggg gtttcaccat gttagccagg 8700 

239 atggtctcga ttcctgacct cgtgatccac ccacatcggc ctcccaaagt gctgggatta 8760 

240 caggtgtgag ccaccatgcc tggtctagaa attattttat attttatacc attgccttat 8820 

241 aagttctcaa gcaactggaa aatacaatca gaacgtattc ctcaagattt caaggatatt 8880 

242 ttacacaaag ttctattgtc tgattcctta gcagttgtta ctactgtttc cctaacctct 8940 
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RAW SEQUENCE LISTING DATE: 07/30/2002 

PATENT APPLICATION: US/09/813 , 319A TIME: 14:19:14 

Input set : A:\SEQLIST_CIP_20010321.TXT 
Output Set: N:\CHF3\07302002\l813319A.raw 

Does Not Comply 

4 <110> APPLICANT: WEI, Ming-Hui et al ^^''''^^ Diskette Neorfort 

6 <120> TITLE OF INVENTION: ISOLATED HUMAN PHOSPHATASE PROTEINS, OtfUTO 

7 NUCLEIC ACID MOLECULES ENCODING HUMAN PHOSPHATASE PROTEINS, ^ij 

8 AND USES THEREOF ^ 
10 <130> FILE REFERENCE: CL001066-CIP 

12 <140> CURRENT APPLICATION NUMBER: 09/813, 3 19A 

13 <141> CURRENT FILING DATE: 2001-03-21 

15 <150> PRIOR APPLICATION NUMBER: 09/752,820 

16 <151> PRIOR FILING DATE: 2001-01-03 
IB <160> NUMBER OF SEQ ID NOS : 7 

20 <170> SOFTWARE: FastSEQ for Windows Version 4.0 



ERRORED SEQUENCES 



686 


<210> SEQ ID NO 


7 
























687 


<211> LENGTH: 139 
























688 


<212> TYPE: 


PRT 


























689 


<213> ORGANISM: 


Mus 


musculus 


















691 


<400> SEQUENCE: 


7 
























692 


Met Gly Ala 


Tyr 


Leu 


Ser 


Gin 


Pro 


Asn 


Thr 


Val 


Lys 


Cys 


Ser 


Gly 


Asp 


693 


1 




5 










10 










15 




694 


Gly Val Gly 


Ala 


Pro 


Arg 


Leu 


Pro 


Leu 


Pro 


Tyr 


Gly 


Phe 


Ser 


Ala 


Met 


695 




20 










25 










30 






696 


Gin Gly Trp 


Arg 


Val 


Ser 


Met 


Glu 


Asp 


Ala 


His 


Asn 


Cys 


He 


Pro 


Glu 


697 


35 










40 










45 








698 


Leu Asp Asn 


Glu 


Thr 


Ala 


Met 


Phe 


Ser 


Val 


Tyr 


Asp Gly 


His 


Gly 


Gly 


699 


50 








55 










60 










700 


Glu Glu Val 


Ala 


Leu 


Tyr 


Cys 


Ala 


Lys 


Tyr 


Leu 


Pro 


Asp 


He 


He 


Lys 


701 


65 






70 










75 










80 


702 


Asp Gin Lys 


Ala 


Tyr 


Lys 


Glu 


Gly 


Lys 


Leu 


Gin 


Lys 


Ala 


Leu 


Gin 


Asp 


703 






85 










90 










95 




704 


Ala Phe Leu 


Ala 


He 


Asp 


Ala 


Lys 


Leu 


Thr 


Thr 


Glu 


Glu 


Val 


He 


Lys 


705 




100 










105 










110 






706 


Glu Leu Ala 


Gin 


He 


Ala 


Gly 


Arg 


Pro 


Thr 


Glu 


Asp 


Glu 


Asp 


Asp 


Lys 


707 


115 










120 










125 








708 


Asp Lys Val 


Ala 


Asp 


Glu 


Asp 


Asp 


Val 


Asp 


Asn 












709 


130 








135 





















VERIFICATION SUMMARY DATE: 07/30/2002 

PATENT APPLICATION: US/09/B13 r 319A TIME: 14:19:15 
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L: 


170 


M: 


341 


W: 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


3720 


L : 


171 


M- 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


3780 


L: 


172 


M: 


341 


w- 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


3840 


L : 


173 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


3900 


L : 


174 


M- 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


3960 


L : 


175 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


3 


after 


pos . 


4020 


L : 


176 


M 


341 


w 


(46) 




or 


"Xaa" 


used. 


for 


SEQ 


ID# 


3 


after 


pos . 


4080 


L : 


177 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


4140 


L : 


178 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


4200 


L : 


179 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


4260 


L: 


180 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


4320 


L : 


181 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


4380 


L: 


182 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


4440 


L : 


183 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


3 


after 


pos . 


4500 


L: 


184 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


3 


after 


pos . 


4560 


L: 


185 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


3 


after 


pos . 


4620 


L- 


186 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


4680 


L : 


187 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


3 


after 


pos . 


4740 


L: 


188 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


3 


after 


pos . 


4800 


L : 


189 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


3 


after 


pos . 


4860 


L : 


190 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


3 


after 


pos . 


4920 


L: 


191 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


3 


after 


pos . 


4980 


L : 


192 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


3 


after 


pos . 


5040 


L. 


193 


M 


341 


w 


• (46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 3 


after 


pos . 


.5100 


L : 


194 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


5160 


L 


195 


M 


341 


w 


: (46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 3 


after 


pos . 


5220 


L : 


196 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


5280 


L' 


197 


M 


341 


w 


: (46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


. 3 


after 


pos . 


5340 


L : 


198 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3. 


after 


pos . 


5400 


L" 


199 


M 


341 


w 


(46) 


"n" 


or 


" xaa " 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


5460 


L : 


200 


M 


341 


w 


(46) 


"n" 


or 


"xaa" 


used. 


for 


SEQ 


ID# 


3 


after 


pos . 


5520 


L: 


201 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


5580 


L : 


202 


M;341 


w 


(46) 


"n" 


or 


"xaa" 


used. 


for 


SEQ 


ID# 


•3 


after 


pos . 


5640 


L : 


203 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


5700 


L. 


204 


M 


341 


w 


• (46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


•3 


after 


pos . 


5760 


L- 


205 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


3 


after 


pos . 


5820 


L. 


206 


M 


341 


w 


• (46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:3 


after 


pos . 


5880 


L: 


207 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


5940 


L 


208 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:3 


after 


pos . 


6000 


L: 


209 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


3 


after 


pos . 


6060 


L" 


344 


M:341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:3 


after 


pos . 


14160 


L; 


345 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


14220 


L- 


346 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


.3 


after 


pos . 


14280 


L: 


347 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


3 


after 


pos . 


14340 


L- 


348 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:3 


after 


pos . 


14400 


L: 


349 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


•3 


after 


pos . 


•14460 


L- 


481 


M 


341 


w 


(46) 


"n" 


or 


"xaa " 


used, 


for 


SEQ 


ID# 


.3 


after 


pos . 


22380 


L. 


482 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:3 


after 


pos. 


:22440 



VERIFICATION SUMMARY DATE: 07/30/2002 

PATENT APPLICATION: US/09/813 , 319A TIME: 14:19:15 



Input Set : A:\SEQLIST_CIP_20010321.TXT 
Output Set: N:\CRF3\07302002\I813319A.raw 

L:483 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 3 after pos.: 22500 
L:484 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 3 after pos.:22560 
L:714 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 7 



